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F-Actin
Dynamic light scattering: Fast Fourier method:
Semidilute solution; Filament flexibility (Fujime, S.)
Polydispersity: Head-to-tail polymerization (Nagai.
Y.)

Alcohol dehydrogenase
Fluorescence quenching; Tryptophan residue (Haga-
man. K.A))

Allosteric oscillatory enzyme
Biochemical model: Multiple oscillation: Bi-
rhythmicity; Bistability (Moran, F.)

Amino proton
Proton exchange: Catalysis: NMR line shape: Kinet-
ics; Nucleobase dissociation (McConnell, B.)

Aspartate transcarbamylase
Succinimide: Fluorescence quenching; Fluorescence
depolarization; Tryptophan; Tyrosine; Fluctuation
(Maliwal, B.P.)

Bacteriorhodopsin
Photoacoustic spectroscopy: Photocalorimetry:
Kinetics; Energetics: Purple membrane: (H.

halobium) (LeGrange, 1.)
Barley chromatin
Oligonucleosome structure; Sedimentation: Circular
dichroism: Electric birefringence (Mithieux, G.)
Benzo(a)pyrene-7,8-diol-9,10-epoxide
Reaction mechanism: DNA: Binding; Hydrolysis
(Geacintov, N.E.)
Binding
Benzo(a )pyrene-7,.8-diol-9.10-epoxide; Reaction
mechanism: DNA; Hydrolysis (Geacintov, N.E.)
Biochemical model
Allosteric oscillatory enzyme; Multipie oscillation;
Birhythmicity: Bistability (Moran, F.)
Birhythmicity
Allosteric oscillatory enzyme: Biochemical model:
Multiple oscillation; Bistability (Moran, F.)
Bistability
Allosteric oscillatory enzyme; Biochemical model;
Multipie oscillation; Birhythmicity (Moran, F.)
Burst
Phase transition; /-V characteristics; Self-oscillation;
Model membrane (Toko, K.)

Calorimetry
Myosin: Enzyme; Protein conformation; Heat
capacity; Enthalpy (Johnson. R.E.)

B-Casein

Sedimentation velocity; Micelle model (Tai, M.)
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Micellization; Kinetics (Huang.
C.-H.C.)
Catalysis
Proton exchange; NMR line shape: Kinetics: Amino
proton; Nucleobase dissociation (McConnell, B.)
Chemoreception
Forward rate constant; Receptor cluster; Variational
principle: Electrostatic analogy (Van Opheusden,
JH.I)
Circular dichroism
Barley chromatin; Oligonucleosome structure; Sedi-
mentation; Electric birefringence (Mithieux, G.)
cMP
Cytidine; Palladium complex; Kinetics: Reaction
mechanism (Ménard, R.)
52Co-NMR
23Na-NMR; Relaxation time; Shift reagent; In-
tracellular Na™; Red blood cell (Shinar, H.)
Cooperativity
Low-frequency spectrum; Subunit resonance: He-
moglobin; Transition sequence; Triggering effect
(Chou., K.-C.)
Giant axon: Voltage clamp: Excitability; Nerve
membrane; Na* channel (Cohen-Armon. M.)
Cytidine
CMP: Palladium complex; Kinetics: Reaction mech-
anism (Ménard. R.)

Pressure jump:

DNA
Benzo{ a )pyrene-7.8-diol-9,10-epoxide: Reaction
mechanism; Binding: Hydrolysis (Geacintov. N.E.)
Light scattering; Dynamic light scattering: Thermal
motion: Internal motion; Semiflexible chain (Soda.
K)
Electric field effect; Helix interaction; Dipole reac-
tion; Light scattering; Electric dichroism (Porschke,
D.)

Dielectric relaxation
Lipid hydrolysis; Fatty acid; Low-frequency disper-
sion; Ionic double layer; Vesicle coagulation
(Uhlendorf, V.)

L-a-Dimyristoylphosphatidylcholine
Fluorescence decay; 1-Methylpyrene; Small uni-
Iamellar vesicle (Van den Zegel, M.)

Dipole reaction
DNA; Electric field effect; Helix interaction; Light
scattering; Eleztric dichroism (Porschke, D.)

Direct optical scanning
el chromatography; Time <.fference; Large zone
(Gunthusen, J.R.)
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Dynamic light scattering
Fast Fourier method; Semidilute solution; F-Actin:
Filament flexibility (Fujime, S.)
Light scattering; Thermal motion: Internal motion:
Semiflexible chain; DNA (Soda. K.)

Electric birefringence
Barley chromatin: Oligonucleosome structure; Sedi-
m.entation; Circular dichroism (Mithieux. G.)
Electric dichroism
DNA: Electric field effect; Helix interaction: Dipole
reaction; Light scattering (Porschke, D.)
Electric field effect
DNA: Helix interaction: Dipole reaction: Light
scattering: Electric dichroism (Porschke., D.)
Electrical potential
Oscillation; Porous membrane;
librium: Excitation (Yoshikawa. K.)
Electrostatic analogy
Forward rate coastant; Receptor ¢luster: Variational
principle: Chemoreception (Van Opheusden. J.H.J.)
Energetics
Photoacoustic spectroscopy: Photocalorimetry;
Kinetics: Bacteriorhodopsin: Purple membrane; ( H.
halobium ) (LeGrange, J.)
Enthalpy
Myosin: Enzyme: Calorimetry: Protein conforma-
tion: Heat capacity (Johnson. R.E.)
Enzyme
Myosin: Calorimeiry: Protein comformation: Heat
capacity; Enthalpy (Johnson., R.E.)
Equilibrium constant
Partition isotherm: Partition coefficient: Self-associ-
ation: Monomer apparent weight fraction (Adams.
E.T. Jr)
Excitability
Giant axon: Voltage clamp: Nerve membrane: Co-
operativity: Na* channel (Cohen-Armon. M.)
Excitation
Oscillation: Electrical potential; Porous membrane:
Far-from-equilibrium (Yoshikawa, K.)

Far-from-equi-

Far-froni-equilibrium
Oscillation: Electrical potential; Porous membrane;
Excitation (Yoshikawa, K.)

Fast Fourier method
Dynamic light scattering: Semidilute solution: F-
Actin: Filament flexibility (Fujime, S))

Fatty acid
Lipid hydrolysis: Dielectric  relaxation:
frequency dispersion: lonic double layer: Vesicle
coagulation (Uhlendorf. V.)

Filament flexibility
Dynamic light scattering: Fast Fourier method:
Semidilute solution: F-Actin (Fujime. S.)
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Fluctuation
Aspartate transcarbamylase; Succinimide; Fluores-
cence quenching: Fluorescence depolarization;
Tryptophan: Tyrosine (Maliwal, B.P.)

Fluorescence
Phosphorylase b; Pyridoxal
scattering (Munoz. F.)

Fluorescence decay
1-Methylpyrene; Small unilamellar vesicle; r-a-Di-
myristoylphosphatidylcholine (Van den Zegel. M.)

Fluorescence depolarization
Aspartate transcarbamylase; Succinimide; Fluores-
cence quenching: Tryptophan: Tyrosine: Fluctua-
tion (Maliwal. B.P.)

Fluorescence quenching
Alcohol dehydrogenase; Tryptophan residue ((1aga-
man, K.A))
Aspartate transcarbamylase; Succinimide: Fluores-
cence depolarization: Tryptophan: Tyrosine:
Fluctuation (Maliwal, B.P.)

Forward rate constant
Receptor cluster; Variational principle; Electrostatic
analogy; Chemoreception (Van Opheusden. J.H.J.)

-phosphate; Light

Gel chromatography
Time difference; Large zone; Direct optical scanning
(Grothusen, J.R.)
Giant axon
Voltage clamp; Excitability;: Nerve membrane: Co-
operativity; Na™ channel (Cohen-Armon. M.)
Glutaraldehyde fixation
Ribosome dissociation; Ribosome fixation; Mag-
nesium buffering; Kinetics (Crossin, M.C.)
Gramicidin S
Peptide conformation; Proton relaxation (Niccolai,
N.)

Head-to-tail polymerization
F-Actin: Polydispersity (Nagai, Y.)
Heat capacity
Myosin; Enzyme; Calorimetry; Protein conforma-
tion; Enthalpy (Johnson, R.E.)
Helix interaction
DNA; Electric field effect; Dipole reaction: Light
scattering; Electric dichroism (Porschke, D.)
Hemoglobin
Low-frequency spectrum: Subunit resonance: Co-
operativity; Transition sequence; Triggering effect
(Chou, K.-C.)
Hydrolysis
Benzo( )pyrene-7.8-diol-9,10-epoxide; Reaction
mechanism; DNA; Binding (Geacintov, N.E.)

Internal motion
Light scattering; Dynamic light scattering; Thermal
motion; Semiflexible chain; DNA (Soda. K.)
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Intracellular Na*
#3Na-NMR: **Co-NMR: Relaxation time: Shift rea-
gent: Red blood cell (Shinar, H.)

Ion-channel interaction
Polarization; Membrane channel: Model calculation
(Schroder, H.)

Ionic double layer
Lipid hydrolysis; Fatty acid: Dielectric relaxation:
Low-frequency dispersion; Vesicle coagulation
(Uhlendorf, V.)

I- ¥V characteristics

Phase transition: Self-oscillation: Burst: Model
membrane (Toko, K.)

Kinetics
Cytidine; CMP: Palladium complex; Reaction

mechanism (Ménard, R.)

B-Casein; Micellization: Pressure jump (Huang.
C.-H.C)

Glutaraldehyde fixation; Ribosome dissociation:
Ribosome fixation; Magnesium buffering (Crossin.
M.C)

Proton exchange; Catalysis; NMR line shape; Amino
proton; Nucleobase dissociation (McConnell. B.)
Photoacoustic spectroscopy; Photocalorimetry: En-
ergetics: Bacteriorhodopsin; Purple membranc; ( H.
halobium) (LeGrange. J.)

Large zone
Gel chromatography; Time difference; Direct opti-
cal scanning (Grothusen. J.R.)

Light scattering
Phosphorylase b; Pyridoxal 5-phosphate; Fluores-
cence (Munoz. F.)
Dynamic light scattering: Thermal motion; Internal
motion; Semiflexible chain; DNA (Soda. K.}
DNA: Electric field effect: Helix interaction: Dipole
reaction; Electric dichroism (Porschke, D.)

Linear free-energy relationship
Osmotic flow; Membrane transport (Havsteen, B.H.)

Lipid hydrolysis
Fatty acid; Dielectric relaxation; Low-frequency dis-
persion; Ionic double layer; Vesicle coagulation
(Uhlendorf, V.)

Low-frequency dispersion
Lipid hydrolysis; Fatty acid; Dielectric relaxation;
Ionic double layer: Vesicle coagulation (Uhlendorf,
V)

Low-frequency spectrum
Subunit resonance; Cooperativity; Hemoglobin:
Transition sequence; Triggering effect (Chou. K.-C.)

Magnesium buffering
Glutaraldehyde fixation; Ribosome dissociation;
Ribosome fixation; Kinetics (Crossin, M.C.)
Membrane channel
Polarization; Model calculation; Ion-channel inter-
action (Schroder, H.)

157

39

89

95

249

299

175

185

225

305

261

261

61

95

157

Membrane transport
Linear free-energy relationship; Osmotic flow (Hav-
steen, B.H.)
1-Methylpyrene
Fluorescence decay; Small unilamellar vesicle: L-a-
Dimyristoylphosphatidylcholine (Van den Zegel. M.)
Micelle model
Sedimentation velocity: B-Casein (Tai. M.)
Micellization
B-Casein; Pressure jump; Kinetics (Huang. C.-H.C.)
Model calculation
Polarization: Membrane channel: Ion-channel inter-
action (Schroder, H.)
Model membrane
Phase transition: J-V characteristics; Self-oscilla-
tion: Burst (Toko, K.)
Monomer apparent weight fraction
Partition isotherm; Partition coefficient; Self-as-
sociation: Equilibrium constant (Adams, E.T. Jr)
Multiple oscillation
Allcsteric oscillatory enzyme; Biochemical model;
Birhythmicity: Bistability (Moran. F.)
Myosir
Enzyme; Calorimetry; Protein conformation; Heat
capacity; Enthalpy (Johnson, R.E.)

Na* channel
Giant axon; Voltage clamp: Excitability; Nerve
membrane; Cooperativity (Cohen-Armon. M.)
2Na-NMR
5°Co-NMR: Relaxation time; Shift reagent: In-
tracellular Na™: Red blood ceil (Shinar, H.)
Nerve membrane
Giant axon; Voltage clamp: Excitability; Coopera-
tivity; Na* channel (Cohen-Armon, M.)
NMR line shape
Proton exchange; Catalysis; Kinetics: Amino pro-
ton; Nucleobase dissociation (McConnell. B.)
Nucleobase dissociation
Proton exchange: Catalysis: NMR line shape; Kinet-
ics; Amino proton (McConnell, B.)

Oligonucleosome structure
Barley chromatin; Sedimentation; Circular dichro-
ism; Electric briefringence (Mithieux, G.)
Oscillation
Electrical potential; Porous membrane; Far-from-
equilibrium; Excitation (Yoshikawa, K.)
Osmotic flow
Linear free-energy relationship; Membrane transport
(Havsteen. B.H.)

Palladium complex
Cytidine; CMP;
(Ménard, R.)

Kinetics; Reaction mechanism
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352

Partition coefficient
Partition isotherm; Self-association: Monomer ap-
parent  weight  fraction; Egquilibrium constant
{Adams. ET. Jr)

Partition isotherm
Partition coefficient; Self-association; Monomer ap-
parent weight fraction: Equilibrium constant
{Adams. ET. Jr)

Peptide conformation
Proton relaxation: Gramicidin S (Niccolai. N.)

Phase transition
I~V characteristics; Jelf-oscillation: Burst; Model
membrane (Toko. K.)

Phosphorylase b

Pyridoxal 5-phosphate; Light scattering: Fluo-
rescence (Munoz, F.)

Ph stic spectroscopy
Photocalorimetry: Kinetics; Energetics;  Bacteri-
orhodopsin: Purple membrane: (H. halobiunt)
(LeGrange. J.)

Photocalorimetry

Photoacoustic  spectroscopy: Kinetics; Energetics:
Bacteriorhodopsin: Purple membrane: ( /. halobium)
{LeGrange., 1)
Peolarization
Membrane channel; Model calculation: Ton-channel
interzction (Schroder. H.)
Poly dispersity
F-Actin: Head-to-tail polymerization (Nagai, Y.)
Porous membrane
Oscillation:  Electrical  potential:
librium: Excitation (Yoshikawa, K.)
Pressure jump
B-Casein: Micellization: Kinetics (Huang, C-H.C)
Protein conformation
Myosin: Enzyme: Calorimetryv: Heat capacity: En-
thalpy (Johnson. R.E.)
Proton exchange
Catalysis: NMR line shape: Kinetics: Amino pro-
ton: Nucleobase dissociation (MceConnell. B)
Proton relaxation
Peptide conformation: Gramicidin S (Niccolai. N))
Purple membrane
Photoacoustic
Kinetics;  Encrgetios:
halobien )y (LeGrange, L)
Pyridoaal 5-phosphate
Phosphoryvlase 5:
{Muhnoz, F.}

Far-from-equi-

spectroscopy:  Photocalorimetry:
Bacteriorhodopsin:  (H.

Light scattering: Fluorescence

Reaction mechanism
Cytidine: CMP:
{Ménard. R))
Benzot o )pyrene-7.8-diol-9.10-epoxide: DNA: Bind-
ing: Hsdrolysis (Geacintor, N.EJ)

Palladium complex: Kinetics
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Receptor cluster
Forward rate constant; Variational principle; Elec-
trostatic analogy; Chemoreception (Van Opheusden.
J.H.IL)

Red blood cell
**Na-NMR;: **Co-NMR: Relaxation time: Shift rea-
gent: Intracellular Na™* (Shinar, H.)

Relaxation time
P Na-NMR: *°Co-NMR; Shift reagent: Intraceliular
Na*: Red blood cell (Shinar, H.)

Ribosome dissociation
Glutaraldehyde fixation: Ribosome fixation: Mag-
nesium buffering: Kinetics (Crossin, M.C.)

Ribosome fixation
Glutaraldehyde fixation: Ribasome dissociation:
Magnesium buffering: Kinetics (Crossin, M.C.)

Sedimentation
Barley chromatin: Oligonucleosome structure: Cir-
cular dichroism: Electric birefringence (Mithieux., G.)

Sedimentation velocity
B-Casein: Micelle model (Tai. M)

Self-association
Partition isotherm; Partition coefficient; Monomer
apparent weight fraction: Equilibrium constant
{Adams. ET. Jr)

Self-oscillation
Phase transition: /-V characteristics: Burst; Model
membrane (Toko. K.)

Semidilute solution
Dynamic light scattering: Fast Fourier method; F-
Actin: Filament flexibility (Fujime. 8.}

Semiflexible chain
Light scattering: Dynamic light scattering: Thermal
motion: Internal motion; DNA (Soda. K.)

Shift reagent
2¥Na-NMR: 7°Co-NMR: Relaxation time: Intracel-
lular Na*: Red blood cell ¢(Shipar. H.)

Small unilamellar vesicle
Fluorescence decay: 1-Methylpyrene: t-«-Di-
myristoy!phosphatidylcholine (Van den Zegel, M)

Subunit resonance
Low-frequency spectrum: Cooperativity: Hemo-
globin; Transition sequence; Triggering effect (Chou.
K.-C.)

Succinimide
Aspartate transcarbamylase: Fluorescence quench-
ing; Fluorescence depolarization, Tryptophan:
Tyrosine: Fluctuation (Maliwal, B.P.}

Thermal motion
Light scattering: Dynamic light scattering. Internal
motion; Semiflexible chain: DNA (Soda. K.)

Time difference
Gel chromatography: Large zone: Direct optical
scanning {(Grothusen, J.R.)
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YTransition sequence
Low-frequency spectrum; Subunit resonance; Co-
operativity: Hemoglobin: Triggering effect (Chou.
K-C)

Triggering effect
Low-frequency spectrum: Subunit resonance; Co-
operativity; Hemoglobin; Transition sequence (Chou.
K-C.)

Tryptophan
Aspartate transcarbamylase; Succinimide: Fluores-
cence quenching: Fluorescence depolarization:
Tyrosine; Fluctuation (Maliwal. B.P.)

Tryptophan residue
Alcohol dehydrogenase:
(Hagaman, K.A))

Fluorescence quenching
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‘Tyrosine
Aspartate transcarbamylase; Fluorescence quench-
ing; Fluorescence depolarization: Succinimide;
Tryptophan; Fluctuation (Maliwal. B.P.)

Variational principle
Forward rate constant; Receptor cluster; Electro-
static analogy; Chemoreception (Van Opheusden,
J.H.J.)

Vesicle coagulation
Lipid hydrolysis; Fatty acid: Dielectric relaxation:
Low-frequency dispersion; Ionic double layer
(Uhlendorf, V)

Voltage clamp
Giant axon; Excitability; Nerve membrane; Cooper-
ativity: Na™ channel (Cohen-Armon. M.)
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