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F-Actin 
Dynamic light scattering: Fast Fourier method: 
Semidilute solution; Filament flexibility (Fujime. S.) 

Polydispersity: Head-to-tail polymerization (Nagai. 

Y.) 
Alcohol dehydrogenase 

Fluorescence quenching; Tryptophan residue (Haga- 
man. K.A.) 

Allosterfc oscillatory enzyme 
Biochemical model: Multiple oscillation: Bi- 

rhythmicity; Bistability (Moran. F.) 

Amino proton 
Proton exchange: Catalysis: NMR line shape: Kinet- 

ics; Nucleobase dissociation (McConnell, B.) 
Aspnrtnte transcarbamylase 

Succinimide: Fluorescence quenching; Fluorescence 
depolarization: Tryptophan; Tyrosinc; Fluctuation 

(Mnliwal. B.P.) 
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Bacteriorhodopsin 

Photoacoustic spectroscopy: Photocalorimetry: 

Kinetics; Energetics: Purple membrane: (H. 
hulohium ) (LeGrange. J.) 

Barley chromntin 
249 

OIigonucIeosome struc~urc; Sedimentation; Circular 
dichroism: Electric birefringence (Mithieux, G.) 

Benzo( = )pyrene-7,gdiol-9,1O-epoxide 

Reaction mechanism: DNA: Binding; Hydrolysis 
(Geacintov. NE) 

Binding 

Benzo( a )pyrene-7.8-dial-9.10-epoxide: Reaction 

mechanism: DNA: Hydrolysis (Geacintov. N.E.) 
BiochemicaI model 

Ailosteric oscillatory enzyme: Multiple oscillation: 
Birhythmicity: Bistability (Moran. F.) 

Birhythmicity 

AIIosteric oscillatory enzyme: Biochemical model: 
Multiple oscillation; Bistability (Moran, F.) 

Bistability 
Allosteric osciliatory enzyme: Biochemical model: 
Multipie oscillation; Birhythmicity (Moran. F.) 

Burst 
Phase transition; I-Vcharacteristics; Self-oscillation; 
Mode1 membrane (Toko, K.) 
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Calorimetry 
Myosin: Enzyme; Protein conformation; Heat 

capacity: Enthalpy (Johnson. R.E.) 
&Car&n 
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Sedimentation velocity: MicelIe model (Tai. M.) 81 

MiceIiiution; Pressure jump: Kinetics (Huang. 

C.-H-C.) 
Catalysis 

Proton exchange; NMR line shape: Kinetics: Amino 
proton; Nucleobase dissociation (McConnell, B.) 

Chemoreception 
Forward rate constant; Receptor clusfer: Variational 
principle: Electrostatic analogy (Van Opheusden. 

J.H.J.) 
Circular dichroism 

Barley chromatin; Oligonucleosome structure: Sedi- 
mentation; Electric birefringence (Mithieux, G.) 

CMP 

Cytidine; Palladium complex; Kinetics: Reaction 
mechanism (Menard. R.) 

s9Co-NMR 
‘3Na-NMR; Relaxation time; Shift reagent; In- 

traceIIuIar Na’; Red blood cell (Shinar. H.) 

Coopentivity 

Low-frequency spectrum; Subunit resonance: He- 
moglobin; Transition sequence; Triggering effect 
(Chou. K.-C.) 
Giant axon: Voltage clamp: Excitability: Nerve 
membrane; Na+ channel (Cohen-Armon. M.) 

Cytidine 
CMP: Palladium complex: Kinetics: Reaction mech- 

anism (Menard, R.) 

DNA 

Benzo(o )pyrene-7.8-dial-9.10-epoxide: Reaction 
mechanism; Binding: Hydrolysis (Geacintov. N.E.) 
Light scattering; Dynamic light scattering; Thermal 
motion; Internal motion; Semiflexible chain (Soda. 

K.) 
Electric field effect; Helix interaction; Dipole reac- 

tion; Light scattering: Electric dichroism (Porschke, 

D.) 
Dielectric relaxation 

Lipid hydrolysis; Fatty acid; Low-frequency disper- 
sion: Ionic double layer: Vesicle coagulation 
(Uhlendorf, V.) 

L-a-Dimyristoylphosphatidylcholine 
Fluorescence decay; I-Methylpyrene; Small uni- 
lamelIar vesicle (Van den Zegel, M.) 

Dipole reaction 
DNA; Electric field effect: Helix interaction; Light 
scattering; Electric dichroism (Porschke, D.) 

Direct optical scanning 
CIeI chromatography; Time <.fference; Large zone 
(G.~thusen, J-R.) 
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Dynamic light scattering 

Fast Fourier method: Semidilute solution: F-Actin: 
Filament flexibility (Fujime, S.) 1 
Light scattering; Thermal motion: Internal motion: 
Semiflexible chain; DNA (Soda. K.) 185 

Electric birefringence 
Barley chromarin: Oligonucleosome s~ucture: Sedi- 
n.entarion; Circular dichroism (Mithieux. G.) 

Electric dichroism 
DNA: Electric field effect: Helix interaction: Dipole 
reaction; Light scattering (Porschke. D.) 

Electric field effect 

DNA: Helix interaction: Dipole reaction: Light 
scattering: EIrctric dichroism (Porschko. D.) 

Electrical potential 
Oscillation; Porous membrane; Far-from-equi- 

librium; Excitation (Yoshikawa. K.) 
Electrostaric anaIogy 

Forward rate cons&ml; Receptor cluster: Variational 
principle: Chrmoreception (Van Opheusden. J.H.J.) 

Energetia 
Photoacoustic spectroscopy: Photocalorimetry: 
Kinetics: Bacteriorhodopsin: Purple membrane; (H. 
l~ulohrurn , (LeGrange. J.) 

Enthalpy 
hlyosin: Enzyme: Calorimetry: Protein conforma- 
tion: Heal capacity (Johnson. R.E.) 

Enz> me 
Myosin: Caiorimetry: Protein comformarion: Heat 
capacity; Enrhnlpg (Johnson. R.E.) 

F$dIibrium constant 
Partition isorherm: Partition coefficient: Self-associ- 

ation; Monomer apparent weight fraciion (Adams. 
ET. Jr) 

E\citahility 
tiiant axon: Voltage clamp: Nerve membrane: Co- 
opcrativity: Na’ channel (Cohen-Armon. M.) 

Ewirarion 
Oscillation: Elecrricnl potential: Porous membrane: 
Fnr-from-equilibrium (Yoshikawa. K.) 
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OscilIn&m: Elcclrical powmial: Porous membrane: 
Ewzitation (Yoshiknwa. K.) 107 

Fast Fourier method 
D>namic light scatwring: Semidilute solution: F- 
Actin: Filament flexibility (Fujime. S.) I 

Fatt! acid 

Lipid hydrolysis: Dielectric relaxation: Low- 
frequency dis,wrsion: Ionic double layer: Vesicle 
coagulation (Uhlendorf. V.) 261 

Filament flexibility 

Dynamic light scattering: Fast Fourier method: 
Scmidilure solurion: F-A&n (Fujimr. S.) 1 

Fluctuation 
Aspartate transcarbamylase: Succinimide; FIuores- 
cence quenching: Fluorescence depolarization: 
Tryptophan: Tyrosine (Maliwal, B-P.) 

FIuorescence 
Phosphorylzse b; Pyridoxal S-phosphare; Light 
scattering (rMuhoz. F.) 

FIuorescence decay 
I-Methylpyrene; Smali unilameilar vesicle: r-a-Di- 
myristoyIphosphatidyIchoIine (Van den Zegel. M.) 

F%orescence depolarization 
Aspartate transcarbamylase: Succinimide: Fluores- 

cence quenching; Tryptophan: Tyrosine: Fluctua- 
tion (MaIiwaI. B.P.) 

Fluorescence quenching 

Alcohol dehydrogenase; Tryprophan residue (ffaga- 
ma”, K.A.) 
Asparrate transcarbamylase: Succinimide: Fluores- 

cence depolarization: Tryptophan: Tyrosine; 
Fluctuation (Maliwnl. B-P.) 

Forward rate constant 

Receptor cluster: Variacionai principle; Electrostatic 
anatogy; Chemoreceplion (Van Opheusden. J.H.J.) 

Gel chromatography 
Time difference; Large zone; Direct oprical scanning 
(Grothusen, J.R.) 

Giant axon 
Voltage clamp; Excitabiiity: Nerve membrane: Co- 
opera [ivity; Na + channel (Cohen-Armon. M.) 

GlutaraIdehyde fixation 
Ribosome dissociation: Ribosome fixation; Mag- 
nesium buffering; Kinetics (C;ossin, MC.) 

Gnmicidin S 

Peptide conformation; Proton relaxalion (Niccolai. 

N.) 

Head-to-tail polymerization 

F-A&n: Polydispersity (Nag&, Y.) 

Heat rapacity 

Myosin; Enzyme; Calorimetry: Protein conformn- 
rion: Enthalpy (Johnson, RX.) 

Helix interaction 

DNA: Electric field effect: Dipole reaction: Light 
scattering; Electric dichroijm (Porschke. D.) 

Hemoglobin 
Low-frequency spectrum: Subunit resonance: Co- 
oprrativily: Transition sequence; Triggering effect 
(Chou. K.-C.) 

Hydrolysis 
Brnzo( a)pyrrne-7.8-dial-9.10-epoxidc; Reacrion 
mechanism; DNA; Binding (Geacinrov, N.E.) 

Internal motion 
Light scnurring: Dynamic light scattering; Thermal 
morion; SemiflexibIe chain: DNA (Soda. K.) 
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Intracellular Ala+ Membrane transport 
‘3Na-NMR: s9Co-NMR: Relaxation time; Shift rea- 
gent: Red blood cell (Shinar. H.) 

Ion-channel interaction 
Po!arization: Membrane channel: Model calculation 
(SchrWer. H.) 

Ionic double layer 

275 

157 

Linear free-energy relationship; Osmotic flow (Hav- 
stee”. B.H.) 

I-Methylpyrene 
Fluorescence decay; Small unilamellar vesicle: I_-=- 
Dimyristoylphosphatidylcholine (Van den Zegel. M.) 

MicelIe model 
Lipid hydrolysis: Fatty acid: Dielectric relaxation: 
Low-frequency dispersion; Vesicle coagulation 
(Uhlendorf. V.) 

I- Y characteristics 

Sedimentation velocity: B-Casein (Tai. M.) 
Micellization 

261 fl-Casein: Pressure jump; Kinetics (Huang. C.-H.C.) 
Model calculation 

Phase transition: Self-oscillation: Burst: Model 
membrane (Toko. K.) 39 

Kin&a 

Polarization: Membrane channei: Ion-channel inter- 
action (Schrijder. H.) 

Model membrane 

Cytidine: CMP: Palladium complex; Reaction 
mechanism (Menard. R.) 
p-Casei”: Micellization: Pressure jump (Huang. 
C.-H.C.) 

29 

Phase transition: I-V characteristics: Self-oscilla- 
tion: Bursr (Toko. K.) 

89 
Glutaraldehyde fixation; Ribosome dissociation: 
Ribosome fixation; Magnesium buffering (Crossin. 
MS.) 

Monomer apparent weight fraction 
Partition isotherm; Partition coefficient; Self-ns- 
sociation: Equilibrium constant (Adams. E.T. Jr) 

Multiple oscillation 

95 
Proton exchange; Catalysis: NMR line shape: Amino 
proton; Nucleobase dissociation (McConnell. B.) 
Photoacoustic spectroscopy; Photocalorimetry: En- 
ergetics: Bacteriorhodopsin; Purple membrane : (H. 
lrolobium) (LeGrange. J.) 

135 

Allcsteric oscillatory enzyme: Biochemical model; 
Birhythmicity: Bistability (Mor&n. F.) 

Myosio 

Enzyme; Calorimetry; Protein conformation; Heat 
capacity: Enthalpy (Johnson. R-E.) 

249 

Large zone 
Gel chromatography; Time difference; Direct opti- 
cal scanning (Grothusen. J-R.) 

Light scattering 
299 

Na + channel 
Giant axon; Voltage clamp: Excitability; Nerve 
membrane; Cooperativity (Cohen-Armon. M.) 

=Na-NMR 

Phosphorylase b; Pyridoxal 5’-phosphate; Fluores- 
cence (Munor F.) 
Dynamic light scattering: Thermal motion; Internal 
motion; Semiflexible chain: DNA (Soda. K.) 
DNA: Electric field effect: Helix interaction: Dipole 
reaction; Electric dichroism (Porschke, D.) 

Linear free-energy relationship 
Osmotic flow: Membrane transport (Havsteen. B.H.) 

Lipid hydrolysis 

175 

59Co-NMR: Relaxation time: Shift reagent; In- 
tracellular Na+: Red biood ceil (Shinar, H.) 

Nerve membrane 

185 

225 

305 

Giant axon: Voltage clamp: Excitability; Coopera- 
tivity: Na+ channel (Cohen-Armon. M.) 

NMR line shape 
Proton exchange: Catalysis: Kinetics: Amino pro- 
ton: Nucleobase dissociation (McConnell. B.) 

Nucleobase dissociation 

Fatty acid; Dielectric relaxation; Low-frequency dis- 
persion; Ionic double layer; Vesicle coagulation 
(Uhlendorf, V.) 

Proton exchange: Catalysis: NMR line shape; Kinet- 
ics; Amino proton (McConnell, B.) 

261 
Low-frequency dispersion 

Lipid hydrolysis; Fatty acid; Dielectric relaxation; 
Ionic double layer: Vesicle coagulation (Uhlendorf, 

V.) 261 
Low-frequency spectrum 

Subunit resonance: Cooperativity: Hemoglobin: 
Transition sequence; Triggering effect (Chou. K.-C.) 

Oligonucleosome shuctore 
Barley chromatin; Sedimentation: Circular dichro_ 
ism; Electric briefringence (Mithieux, G.) 

Osciilation 

61 

Electrical potential: Porous membrane; Far-from- 
equilibrium; Excitation (Yoshikawa. K.) 

Osmotic flow 

Magnesium buffering 
Glutaraldehyde fixation; Ribosome dissociation; 
Ribosome fixation; Kinetics (Crossin. M.C.) 

Membrane chhannel 

Linear free-energy relationship: Membrane transport 
(Havsteen. B-H.) 

Polarization; Model calculation; Ion-channel inter- 
action (Schrijder, H.) 
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Palladium complex 
Cytidine; CMP: Kinetics: Reaction mechanism 
(Minard, R.) 
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Partition coefficient Receptor cfuster 
Partition isotherm; Self-association: Monomer ap- 
pW*Z”t wright fraction; Equilibrium constant 
(Adams. ET. Jr) 

Partition isotherm 

73 

Forwttrd rote constant: Variational principh: f&c- 
trostatic anaiogy; Chemorrception (Van Opheusden. 
J.H.J.) 

Red blood cell 
Partition coefficient: Self-association: lLionomer ap- 
parent wright fraction: Equilibrium constant 
(Adams. E.T. Jr) 73 

‘3Na-NMR: 59Co-NMR: R&ration time: Shift re;L- 

gent: Intracellulnr Na+ (Shiner. H.) 
Relaxation time 

Pcptidc conformation 
Proton reInnation: Gramicidin S (Niccofai. N.) 

Phase transition 

217 

‘“No-NMR: 59Co-NMR; Shift reagent: Intr;rcrIIular 

Na+; Red btood cell (Shinar. H.) 
Ribosome dissociation 

I- Y characteristics; .:eIf-oscillation: Burst: Model 

mcmbrnne (Toko. K.) 
Phnsphoplasc h 

39 

GIutaraldehyde fixation: Ribosome fixation: Msg- 
n&urn buffering: Kinetics (Crossin. M.C.) 

Ribosome fixation 

Pyridoxal 5’-phosphate; Light scattering: Fluo- 
rescencc (M u?loz. F.) 

Photoacoustic spectrwscopy 
Photocalorimetry; Kinetics; Encrgetics: Bacteri- 
orhodopsin: Purple membrenc: ( H. halobiun~ ) 
( LcGrange. J.) 

Phatocalorimet~ 

175 
Glutaraldehyde fixation: Ribosome dissociation: 
Magnesium buffering: Kinetics (Crossin. M.C.) 

Sedimentation 

249 

Photoacoustic spectroscopy: KineIics; Energetics: 
Bacrcriorhodopsin: Purple memhranc: ( il. frufohrum) 
(LeGrange. J.) 

P&wization 

249 

Barley chromatin: OIigonucIrosomr structure: Cir- 
cular dichroism: Electric birefringcnce (Mithieux. G.) 

Sedimentation velocity 
p-Casein: MicelIe model (Tai. M.) 

Self-association 

Memhr~ne channel: Model c&xlation: Ion-channel 
intcrzction (SchrMcr. H.) 

Pol\dispersit~ 

157 

Partition isotherm: Partition coefficient: Monomer 
apparent weight fraction: Equitibrium constant 
(Adams. E.T. Jr) 

Self-oscillation 

F-Actin: Head-to-tail polymerization (Nagai. Y.) 
Ponms, membrane 

319 

Ox$lItltion: Electrical potential: Fltr-from-equi- 
Iihrium; Excitation (Yoshikawa. K.) 

Pre\surc jump 

Phase transition: J-Y chwxteristics: Burst: Model 
membrane (Toko. K.) 

Semidilute soiution 

/l-C;rscin: Micellitation: Kinetics (Huang. C.-H.C.) 
Prntein conformation 

107 

89 

23 

Dynamic light sczzttcring: Fast Fourier method; F- 

Actin: Filament Rexibifity (Fujime. S.) 
SemifIesibIe chain 

Xl>osin: Enzyme: Calorimetry: Heat capacity; En- 
thnlpy (Johnwn. R.E.) 

Proton cwhange 

Light scattering: Dynamic light scattering; Thermal 
motion: internal motion; DNA (Soda. K.) 

Shift reagent 

Catalq’sis NMR line shape: Kinetics: Amino pro- 
trwx Nucfcohxe dissociation f McConnell. B.) 

Prntnn rclnxation 
Pcptidc c~mformatirm: Gramicidin S (Niccolai. N.) 

Purple membr;lnc 
Phutoxcou~tic spcctroxopy: Photocalorimotry: 
Kinctlcx; Encrgctic.s: Bactcriorhodopsin: (H. 
fdohrrmr ) ( LeGrnnyc. J.) 

I?ridoxtl S-phovphate 
f’ht>apho+rtsc h: Light .ccrtttcring; Fiuorescence 
f XluRc~z. F.) 

135 

217 

‘“Na-NMR: 59Co-NMR: Relaxation time: Intracrl- 
luiar Na + : Red blood celi (Shinar. H.) 

Small unilnmeIInr vesirie 
Fluorescence decay: I-Methylpgrene: t.-a-Di- 
myristoytphosph~tidyI~hoIin~ (Van den ZegeI. M.) 

Subunit resonance 

249 

175 

Low-frequency spectrum: Cooperativity: Hemo- 
globin: Trtmsition sequence: Triggering effect (Chou. 
K.-C.) 

Succinimide 
Aspartate trzm.scorbamyIasc: Fluorescence quench- 
ing; Fiuorrsccncr drpolorizntion, Tryptophan; 
Tyrosinc: Fluctuation (MaIiwaI. B.P.) 

Renctinn mechanism 
Cytidine: CMP: PaiIodium cnmpiex: Kinetics 
fMi_nard. R.) 29 
Renzof ~)pyrene-7.~-dioI-9~lO-~poxide: DNA: Bind- 
ing: H~droiysis (Geacintov. N.E.) I21 

Thermal motion 
Light scattering; Dynamic light scattering. Internal 
motion: SemifIexible chain: DNA (Soda. K.) 

lime difference 
Gel chromatography: Large zone: Direct optical 
scanning (Cirothusen. J-R.) 
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Transition sequence 
Low-frequency spectrum; Subunit resonance; Co- 
operativity: Hemoglobin: Triggering effect (Chou. 
K.-C.) 

Triaering effect 
Low-frequency spectrum: Subunit resonance; Co- 
operativity: Hemoglobin: Transition sequence (Chou. 
K.-C.) 

Tryptaphan 
Aspartatr transcarbamylase: Succinimide: FluOres- 

cencr quenching; Fluorescence depolarization: 

Tyrosine; Fluctuation (Maliwal. B.P.) 
Trypfophan residue 

Alcohol dehydrogenase: Fluorescence quenching 
(Hagaman. K.A.) 

Tyrosine 

61 

Aspartate transcarbamylase: Fiuorescence quexh- 
ing: Fluorescence depoiarization: Succinimide; 
Tryprophan: Fluctuation (MaIiwaI. B.P.) 209 

Variational principle 

61 
Forward rate constant; Receptor cluster: Electro- 
static analogy; Chemoreception (Van Opheusden, 
J.HJ.) 237 

Vesicle coagulation 

209 

201 

Lipid hydrolysis; Fatty acid: Dielectric relaxation; 
Low-frequency dispersion; Ionic double layer 
(Uhlendorf, V.) 261 

Voltage clamp 
Giant axon; Excitability; Nerve membrane; Cooper- 
ativity: Na’ channel (Cohen-Armon. M.) 285 


